BIOLOGICAL AND HISTORICAL FACTORS INFLUENCING GENETIC DIVERSITY IN THE SCUTELLARIA ANGUSTIFOLIA COMPLEX (LABIATAE).
Studies of genetic diversity at isozyme loci were used to examine the phylogenetic distribution of several frequently reported population-genetic parameters in a putatively monophyletic group of plant species, the Scutellaria angustifolia complex. The influence of taxon-specific differences in habitat preference, breeding system, degree of endemism, and phylogenetic relatedness was examined. Many characters of reproductive morphology traditionally used in phylogenetic inference vary with breeding system. To the extent that reproductive systems are conservative markers of phylogenetic relationships, one would expect the distribution of genetic variation to be similar in closely related taxa. Results showed that closely related taxa may exhibit very different genetic-diversity statistics and that distantly related taxa may exhibit very similar genetic-diversity statistics. This suggests that complex patterns of evolution of breeding systems and morphological characters have occurred in the ten taxa included in the Scutellaria angustifolia complex. Similarity in habitat is not associated with similarity in genetic diversity in this group of species.